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Enable use and exchange of interoperable health data for research
is the overall objective of the Swiss Personalized Health Network
(SPHN) Initiative. SPHN is a national research infrastructure
initiative mandated to the Swiss Academy of Medical Sciences
(SAMS) and the Swiss Institute of Bioinformatics (SIB) and funded
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source (e.g. LOINC), nationally harmonized RDF
specification, experimental NLP projects running



